Ref 

# 


Hits 


Search Query 


DBs 


Default 
Operator 


Plurals 


Time Stamp 


: !yyi-:f 


U773 


: (424/85:1; 530/351,397>399; , 


'■■ US-PGPUB;; 


:.OR-:n : .!': : 


■•ON;;;- 


I; j;;2005/09/i9j;lp:17 : 






:;• . 514/12)xcW;- : . 


USPAT; f 








L2 


31027 


bfgf or fgf$2 or g$lcsf or ilgf$2 or 
igf$2 or vegf 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 10:18 


:L3. 


: 26565 


. : (fibroblast or jnsulin$5 or (insulin : : 

adi likp^ or pnrlnl'hplial't^ nr 

/ (endothelial adj cell)) ^adj: growth ;' i 
adj factor-pr granulocyte adj 
colony adj stimulating adj factor 


■ US-PGPUB; 
USPAT 


OR;: : 


ON .:, 


' 2005/09/19" lb: 33 


L4 


4837 


11 and (12 or 13) 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 10:33 


:[ii5| 1- 




T ■ p : e : nta$ip : e : p^ide$l.: 


:US-P^PUB;:1 




ON-- 


;: 2005/09/19 10:33 








USPAT 








L6 


84 


14 and 15 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 10:33 


L7 ■ 


3582 


(12 or I3) same conjugat$ ; i ; 


US-PGPUB; 


OR ill:! 


ON ; 


: 2005/09/19 10:34 








USPAT 








L8 


709 


11 and 17 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 10:34 


■ fill 




;; ((12 orJ3):sarnecpnjUgat$):same^^^: : :: 


US-PGPUB;:: 




ON:!::::: 


ii 2005/09/19:10:34 






: (lys! or lysine) 


USPAT 








L10 


47 


11 and 19 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 10:34 


: Lll 




i; 16 brillQ ;i ;!l 


US-PGPUB;:; 


:.OR::;:.r,P 


IonM 


1 : 2005/b : 9/19 l 10:34^ 








: USPAT :: 
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Ref 
# 


Hits 


Search Query 


DBS 


Default p 
Operator 


urais 


Time stamp 


Li ■;; | 


] ; ;^.;352: 


((bfgf or fgf$2 or:g$icsf or ilgf$2 : 


US-PGPUB;!! 


;:.qr': : . . ,;• ; o 




2005/09/;i9 09:56 






! or igf$2 or vegf);ahd::(eonjugat$ or 


! USPAT : : : 




















L2 


12133 


penta$lpeptide$;l;));d 
(lys! or lysine).clm. 


US-PGPUB; 
USPAT 


OR 0 


N 


2005/09/19 09:55 


L3 ; ; : 


■ 57 . 


11 and:|2 ' 


US-PGPUB; 
: USPAT . :: 


OR 0 


N : 


2005/09/19 09:55 


L4 


2193 


(((fibroblast or insulin$5 or (insulin 
adj like) or endothelials or 
(endothelial adj cell)) adj growth 
factor) and (conjugate or 
penta$lpeptide$l)).clm. 


US-PGPUB; 
USPAT 


OR 0 


N 


2005/09/19 09:59 


L5 


139 


.:i2 and : i4;L:\n;;n: : nHnn : n: :n;; : ; . ;n : : n n 


US-PGPUB; 


; 6r 1 M p 


N :!:J : 


2005/09/19 09:58 












: USPAT 








L6 


57 


(Yaranulocvte adi colonv adi 
stimulating adj factor) and 
fconiuaati or DentailDeotideil)) 
dm. 


US-PGPUB; 
USPAT 


OR 0 


N 


2005/09/19 10-00 


L7 




:l2 andl6 i 


US-PGPUB; 


OR b 


N ::;!! ' 


2005/09/19 09:59 








USPAT !!::• 






L8 


15 


12 and 16 


US-PGPUB; 
USPAT 


OR 0 


N 


2005/09/19 09:59 


'L9 :: ::!;: 


400 


; ((1 ys ! or Isy i rie> and (eonj ug a t$ or : ; ; 
penta$lpeptide$i))xlm. 


US-PGPUB; 
USPAT :; : 


[OR ; m : : o 


WW- 


2005/09/19:10:00 1 


L10 


5 


((lys! or Isyine) and (conjugate 
and penta$lpeptide$l)).clm. 


US-PGPUB; 
USPAT 


OR 0 


N 


2005/09/19 10:01 


Lll ; :;; 


; : 169; 


13 brr il5 or 18 oriiiOii ii; 


US-PGPUB; 


OR 0 




2005/09/1910:01 








USPAT !;: 
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Ref 

# 


Hits 


Search Query 


DBs 


Default 
Operator 


Plurals 


Time Stamp 


Li 


1: 845 


(bfgf or fgf$2 org$lcsf or ilgf$2 
i|6r igf$2 or vegf); with conjugate : : 


US-PGPUB; 
USPAT 


BII1II 


ON: 


^2005/09/19 09:49^ 


L2 


57 


((bfgf or fgf$2 or g$lcsf or ilgf$2 
or igf$2 or vegf) with conjugat$) 
same (lys! or lysine) 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 09:48 




<s 


nil and penta$lpeptide$l ; 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 09:48 


L4 


197 


(bfgf or fgf$2 or g$lcsf or ilgf$2 
or igf$2 or vegf) and conjugat$ 


EPO; JPO; 
DERWENT 


OR 


ON 


2005/09/19 09:49 


L5 


18023 


penta$lpeptide$l or lys! or lysine 


EPO; JPO; 
: DERWENT 


OR 


on ; 


2005/09/19 09:49 


L6 


17 


14 and 15 


EPO; JPO; 
DERWENT 


OR 


ON 


2005/09/19 09:49 
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Ref 
# 


Hits 


Search Query 


DBs 


Default 
Operator 


Plurals 


Time Stamp 


,L1 : 


r ;,r : ;. :7 


ikvay and; @pd^:70Q50428" 


US-PGPUB; 
USPAT : : 


■OR - ^ 




;2005/09/19 08:51 


L2 


6 


(435/402).ccls. and 
@pd>"20050428" 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 08:52 


:.L3 


• 0 


his! : adj lys! adj asnl .adj glnl adj =. 
■thr! and;@pd> , 2 : Q05p4 ; 28": 


US-PGPUB; 
USPAT : : 


rOR; ; : 


ON -::\. 


2005/09/19 08:52 


L4 


8 


(("530"/$.ccls. or (514/2-21).ccls.) 
and (((promot$ or enhanc$) with 
(cell adj growth or cell adj 
adhesion or 

anchorage$ldependent or 
anchorage adj dependent)) with 
(peptide or polypeptide or 
protein))) and (((promot$ or 
enhanc$) same (cell adj growth or 

lcii auj auiicoiuii Uf 

anchorage$ldependent or 
anchorage adj dependent)).clm.) 
and @pd>"20050428" 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 08:58 


:i.L5 y: 


19 


((530/324-330,345):ccls^nd|p 
conjugat$.dm.) and (lys! or 
lysine) and @pd>^20050428"| 


US-PGPUB; 

uspat ,!;: : 


!OR 1 


ON ::::: : ' 


2005/09/19 09:02 
















. 1 


with (conjugat$ or cross$llink$3)) 
and ((435/373-408 / 420-431).ccls.) 
and @pd>"20050428** 


1 IC.pnPI IR- 
Uj rVJrUD, 

USPAT 


or 


OM 


^uuD/uy/iy uy.ut 


L7 


Mi || : 6 


(53b/330|514/17^ pih:= 
conjugat$.clm; and ii 
@ijd> M 20050428|; 


US-PGPUB; 

USPAT ■ - 


;; orM|i| 


ON ; 


2005/09/19 09:071 


L8 


11 


((cell near3 cultur$) same 

530/330,345,409; 435/384,402, 
404,405).ccls.) and 
@pd> "20050428" 


US-PGPUB; 

1 IQPAT 


OR 


ON 


2005/09/19 09:09 






;(((coat$ with conjugat$) and : 
;((43S/384^da,40^405)^ 
((c6at$!with eorijugat$) with" : WM 


US-PGPUB;: 
USPAT J 






2005/09/1? 09:14 


L10 


5 


penta$lpeptide$l same (cultur$ 
or defined adj (media or medium)) 
and @pd>"20050424" 


US-PGPUB; 
USPAT 


OR 


ON 


2005/09/19 09:30 


: Lll ; - :: 


■I l| 31 


pierite$lp6ptide$li with: (c6njugat$ ;;. 
or link$ or attach$) arid . \\\ 
@pd>"20050424" : : 


! US-PGPUB; : 
USPAT 


;oFyp : .v 


;:pN|i| 


• 2005/097*9 09l34l 
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L12 


43 


(penta$lpeptide$l.clm. or 


US-PGPUB; 


OR 


ON 


2005/09/19 09:37 








I I CD AX 












(conjugate or link$ or attach$)) 














and "4357$.ccls. and 














@pd> M 20050424 M 











0X<L\ ^ Lx ) l3 / l \ L b> 

L^/6n, UIO; Ul; L/X 
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STIC-Biotech/ChemLib 




■tin 



! 

(From: 
' Sent: 
To: 

Subject: 



Russel, Jeffrey 

Monday, September 19, 2005 1 1 :27 AM 

STIC-Biotech/ChemLib 

Database Search Request 



Requester: 

Jeffrey Russel (TC1600) 
Art Unit: 

1654 

Employee Number: 

62785 
Office Location: 

REM 3D19 
Phone__Number : 

571-272-0969 
Mailbox Number: 

REM 3C18 



1- oo 

cnO 



J 1 i 

o 
rn 

rn 



Case serial number: 

09/992,124 
Class / Subclass ( es ) : 

NA 

Earliest Priority Filing Date: 

NA 

Format preferred for results: 

Diskette 
Search Topic Information: 

Please do an interference search of SEQ ID NO: 34 (HKNQT) in the U.S. 
patent application sequence databases. 
Special Instructions and Other Comments: 



Searcher: 

Searcher Phone: 

Date Searcher Picked up: 
Date completed: 

Searcher Prep Time: 

Online Time: 



********************* 

Type of Search 

NA# AA#: 

S/L: Oligomer: 

Encode/Transl : 

Structure #: Text: 

Inventor: Litigation :_ 



******************** 

Vendors and cost where applicable 

STN: 

DIALOG: 

QUESTEiyORBIT: 

LEXIS/NEXIS: 

SEQUENCE SYSTEM: 

WWW/Internet: 

Other (Specify): 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score 
Sequence : 



September 20, 2005, 18:18:25 ,- Search time 79 Seconds 

(without alignments) 
10.675 Million cell updates/sec 

US-09-992-124C-34 
29 

1 HKNQT 5 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 



Searched: 



776264 seqs, 168659918 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



776264 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : 



Pending_Patents_AA_New: * 

/cgn2_6/ptodata/2/paa/PCT_NEW_COMB.pep:* 
/cgn2_6/ptodata/2/paa/US06_NEW_COMB . pep : * 
/cgn2_6/ptodata/2/paa/US07_NEW_COMB.pep:* 
/cgn2_6/ptodata/2/paa/US08_NEW_COMB.pep: * 
/cgn2_6/ptodata/2/paa/US09__NEW_COMB.pep: * 
/cgn2_6/ptodata/2/paa/US10_NEW_COMB . pep : * 
/cgn2_6/ptodata/2/paa/USll_NEW_COMB . pep : * 
/ cgn2_6 /p t oda t a / 2 /paa /US 6 0_NEW_COMB . pep : * 



Search completed: September 20, 2005, 18:32:22 
Job time : 8 0 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM protein - protein search, using sw model 

Run on: September 20, 2005, 18:17:56 ; Search time 501 Seconds 

(without alignments) 
11.657 Million cell updates/sec 



Title: US-09-992-124C-34 
Perfect score: 29 
Sequence: 1 HKNQT 5 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 6959266 seqs, 1168006243 residues 



Total number of hits satisfying chosen parameters: 6959266 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Pending_Patents_AA_Main : * 

1: /cgn2_6/ptodata/l/paa/PCTUS_COMB.pep: * 

2 : /cgn2_6/ptodata/l/paa/US06_COMB.pep: * 

3 : /cgn2_6/ptodata/l/paa/US07_COMB.pep:* 

4 : /cgn2_6/ptodata/l/paa/US080_COMB.pep: * 

5 : /cgn2_6/ptodata/l/paa/US081_COMB.pep: * 

6: /cgn2_6/ptodata/l/paa/US082_COMB.pep: * 

7: /cgn2_6/ptodata/l/paa/US083_COMB.pep: * 

8 : /cgn2_6/ptodata/l/paa/US084_COMB.pep: * 

9: /cgn2__6/ptodata/l/paa/US085_COMB.pep: * 
10 : /cgn2__6/ptodata/l/paa/US086_COMB.pep:* 
11 : /cgn2_6/ptodata/l/paa/US087_COMB .pep : * 
12 : /cgn2_6/ptodata/l/paa/US088__COMB .pep : * 
13 : /cgn2_6/ptodata/l/paa/US08 9_COMB.pep: * 
14 : /cgn2_6/ptodata/l/paa/US090_COMB.pep: * 
15 : /cgn2_6/ptodata/l/paa/US091_COMB.pep : * 
16 : /cgn2_6/ptodata/l/paa/US092_COMB.pep:* 
17 : /cgn2_6/ptodata/l/paa/US093_COMB.pep:* 
18 : /cgn2_6/ptodata/l/paa/US0 94_COMB .pep : * 
19 : /cgn2_6/ptodata/l/paa/US095_COMB.pep : * 
20 : /cgn2_6/ptodata/l/paa/US096_COMB.pep:* 
21 : /cgn2_6/ptodata/l/paa/US097A_COMB.pep: * 
22 : /cgn2_6/ptodata/l/paa/US097B_COMB.pep: * 
23: / cgn2_6 /p t oda t a / 1 /paa /US 0 9 8_COMB . pep : * 
24 : /cgn2_6/ptodata/l/paa/US099A_COMB.pep: * 
25 : /cgn2_6/ptodata/l/paa/US099B_COMB.pep: * 
26 : /cgn2_6/ptodata/l/paa/US100_COMB .pep : * 
2 7 : /cgn2_6/pt oda t a/ 1 /paa/US 1 0 l_COMB . pep : * 



28: / cgn2_6 /p t oda t a / 1 /paa /US 1 0 2_C0MB . pep : 

2 9: / cgn2_6 /p t oda t a / 1 /paa /US 1 0 3_C0MB . pep : 
30: /cgn2_6/ptodata/l/paa/US104_COMB.pep: 
31 : /cgn2_6/ptodata/l/paa/US105_COMB.pep: 

3 2 : /cgn2_6 /pt oda t a / 1 /paa /US 1 0 6_COMB . pep : 
33 : /cgn2_6/ptodata/l/paa/US107_COMB.pep: 
34 : /cgn2_6/ptodata/l/paa/US108_COMB.pep: 
35: / cgn2_6 /ptoda t a / 1 /paa/US 1 0 9_C0MB . pep : 
3 6 : /cgn2_6 /ptoda ta / 1 /paa/US 1 1 0_COMB . pep : 
37 : /cgn2_6/ptodata/l/paa/US60_COMB .pep: * 



Search completed: September 20, 2005, 18:31:01 
Job time : 510 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM protein - protein search, using sw model 



Run on: 



September 20, 2005, 18:19:11 ; Search time 170 Seconds 

(without alignments) 
11.910 Million cell updates/sec 



Title: 

Perfect score' 
Sequence : 



US-09-992-124C-34 
29 

1 HKNQT 5 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



1812044 seqs, 404927589 residues 



Total number of hits satisfying chosen parameters 



1812044 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Published_Applications_AA: * 

1 : /cgn2_6/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /cgn2_6/ptodata/2/pubpaa/PCT_NEW_PUB .pep : * 

3 : /cgn2_6/ptodata/2/pubpaa/US06_NEW_PUB.pep: * 

4 : /cgn2_6/ptodata/2/pubpaa/US06_PUBCOMB.pep: * 

5 : /cgn2_6/ptodata/2/pubpaa/US07_NEW_PUB.pep: * 

6 : /cgn2_6/ptodata/2/pubpaa/PCTUS_PUBCOMB .pep : * 

7: /cgn2_6/ptodata/2/pubpaa/US08_NEW_PUB.pep: * 

8 : /cgn2_6/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

9 : /cgn2_6/ptodata/2/pubpaa/US0 9A_PUBCOMB.pep: * 

10 : /cgn2_6/ptodata/2/pubpaa/US09B_PUBCOMB.pep: * 

11 : /cgn2_6/ptodata/2/pubpaa/US09C_PUBCOMB.pep: * 

12 : /cgn2_6/ptodata/2/pubpaa/US09_NEW_PUB.pep: * 

13 : /cgn2_6/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

14 : /cgn2_6/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

15 : /cgn2__6/ptodata/2/pubpaa/US10C_PUBCOMB.pep: * 

16 : /cgn2_6/ptodata/2/pubpaa/US10D_PUBCOMB.pep: * 

17 : /cgn2_6/ptodata/2/pubpaa/US10E_PUBCOMB.pep: * 

18: / cgn2_6 /pt oda t a/ 2 /pubpaa /US 1 0_NEW_PUB . pep : * 

19: /cgn2_6/ptodata/2/pubpaa/USHA_PUBCOMB.pep: * 

2 0 : /cgn2_6/ptodata/2/pubpaa/USl 1_NEW_PUB . pep : * 

21 : /cgn2_6/ptodata/2/pubpaa/US60_NEW_PUB.pep: * 

22 : /cgn2_6/ptodata/2/pubpaa/US60_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 

score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score -distribution. 



SUMMARIES 

% 

Result Query- 
No. Score Match Length DB ID Description 



1 


29 


100. 


. 0 


11 


9 


US-09- 


867- 


852- 


5 


Sequence 5, Appli 


2 


29 


100. 


. 0 


11 


15 


us- 


•10 


-613 


-472 


-5 


Sequence 


5, Appli 


3 


29 


100 . 


. 0 


11 


16 


us- 


■10 


-613 


-765 


-5 


Sequence 


5, Appli 


4 


29 


100. 


. 0 


27 


16 


us- 


■10 


-465 


-498 


-159 


Sequence 


159, App 


5 


29 


100. 


, 0 


44 


15 


us- 


■10 


-424 


-599 


-177045 


Sequence 


177045, 


6 


29 


100. 


, 0 


46 


16 


us- 


■10 


-437 


-963 


-161908 


Sequence 


161908, 


7 


29 


100. 


0 


47 


16 


us- 


-10 


-425 


-115 


-248064 


Sequence 


248064, 


8 


29 


100. 


0 


70 


16 


us- 


■10 


-425 


-115 


-307089 


Sequence 


307089, 


9 


29 


100. 


0 


72 


15 


us- 


■10 


-424 


-599 


-189409 


Sequence 


189409, 


10 


29 


100. 


0 


94 


16 


us- 


■10 


-425 


-115 


-307452 


Sequence 


307452, 


11 


29 


100. 


0 


166 


15 


us- 


■10 


-424 


-599 


-185481 


Sequence 


185481, 


12 


29 


100. 


0 


171 


16 


us- 


■10 


-437 


-963 


-122535 


Sequence 


122535, 


13 


29 


100. 


0 


176 


17 


us- 


■10 


-722 


-045 


-97 


Sequence 


97, Appl 


14 


29 


100. 


0 


177 


16 


us- 


■10 


-437 


-963* 


-197724 


Sequence 


197724 , 


15 


29 


100. 


0 


193 


16 


us- 


•10 


-767 


-701 


-62389 


Sequence 


62389, A 


16 


29 


100. 


0 


276 


16 


us- 


■10 


-473 


-127 


-1971 


Sequence 


1971, Ap 


17 


29 


100. 


0 


276 


16 


us- 


10 


-473 


-127 


-2002 


Sequence 


2002, Ap 


18 


29 


100. 


0 


363 


15 


us- 


10 


-094 


-749 


-1983 


Sequence 


1983, Ap 


19 


29 


100. 


0 


380 


10 


us- 


09 


-802 


-640 


-28 


Sequence 


28, Appl 


20 


29 


100. 


0 


380 


15 


us- 


10 


-403 


-902A-28 


Sequence 


28, Appl 


21 


29 


100. 


0 


380 


17 


us- 


10 


-831 


-070 


-244 


Sequence 


244, App 


22 


29 


100. 


0 


399 


17 


us- 


10 


-831 


-070 


-246 


Sequence 


246, App 


23 


29 


100. 


0 


447 


13 


us- 


10 


-047 


-542 


-82 


Sequence 


82, Appl 


24 


29 


100. 


0 


449 


16 


us- 


10 


-481 


-531A-1 


Sequence 


1, Appli 


25 


29 


100. 


0 


449 


16 


us- 


10 


-481 


-531A-3 


Sequence 


3 , Appl i 


26 


- 29 


100. 


0 


453 


16 


us- 


10 


-473 


-127 


-1973 


Sequence 


1973, Ap 


27 


29 


100. 


0 


453 


16 


us- 


10 


-473 


-127 


-1986 


Sequence 


1986, Ap 


28 


29 


100. 


0 


453 


16 


us- 


10 


-473 


-127 


-1988 


Sequence 


1988, Ap 


29 


29 


100. 


0 


453 


16 


us- 


10 


-473 


-127 


-1989 


Sequence 


198 9, Ap 


30 


29 


100. 


0 


454 


16 


us- 


10 


-473 


-127 


-1990 


Sequence 


1990, Ap 


31 


29 


100. 


0 


480 


16 


us- 


10 


-473 


-127 


-730 


Sequence 


73 0, App 


32 


29 


100. 


0 


481 


16 


us- 


10 


-473 


-127 


-749 


Sequence 


74 9, App 


33 


29 


100. 


0 


505 


13 


us- 


10 


-047 


-542 


-81 


Sequence 


81, Appl 


34 


29 


100. 


0 


505 


16 


us- 


10 


-473 


-127 


-1972 


Sequence 


1972, Ap 


35 


29 


100. 


0 


505 


16 


us- 


10 


-473 


-127 


-1995 


Sequence 


1995, Ap 


36 


29 


100. 


0 


505 


16 


us- 


10 


-473 


-127 


-1996 


Sequence 


1996, Ap 


37 


29 


100. 


0 


505 


16 


us- 


10 


-473 


-127 


-1997 


Sequence 


1997, Ap 


38 


29 


100. 


0 


505 


16 


us- 


10 


-473 


-127 


-1998 


Sequence 


1998, Ap 


39* 


29 


100. 


0 


505 


16 


us- 


10- 


-473' 


-127 


-1999 


Sequence 


1999, Ap 


40 


29 


100. 


0 


505 


16 


us- 


10- 


-473' 


-127 


-2000 


Sequence 


2000, Ap 


41 


29 


100. 


0 


505 


16 


us- 


10- 


-473- 


-127 


-2001 


Sequence 


2001, Ap 


42 


29 


100. 


0 


505 


17 


us- 


10- 


-872- 


-198 


-142 


Sequence 


142, App 


43 


29 


100 . 


0 


505 


17 


us- 


10- 


-883- 


-576' 


-3 


Sequence 


3, Appli 


44 


29 


100 . 


0 


505 


17 


us- 


lO- 


-883- 


-576 


-6 


Sequence 


6 , Appl i 


45 


29 


100. 


0 


505 


20 


us- 


ll- 


-058- 


-065- 


-3 


Sequence 


3 , Appl i 



ALIGNMENTS 



RESULT 1 
US-09-867-852-5 



Sequence 5, Application US/09867852 
Patent No. US20020147324A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Ausubel, Frederick M. 
Staskawicz, Brian J., 
Brent , Andrew F . 
Dahlbeck, Douglas 
Katagiri, Fumiaki 
Kunkel , Barbara N. 
Mindrinos, Michael N. 
Yu, Guo -Liang 

TITLE OF INVENTION: RPS2 GENE FAMILY, PRIMERS, PROBES, AND 
TITLE OF INVENTION: DETECTION METHODS 
FILE REFERENCE: 00786/254002 
CURRENT APPLICATION NUMBER: US/09/867 , 852 
CURRENT FILING DATE: 2001-05-29 

PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 09/301,085 
PRIOR FILING DATE: EARLIER FILING DATE: 1999-04-28 
PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 08/310,912 
PRIOR FILING DATE: EARLIER FILING DATE: 1994-09-22 
PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 08/227,360 
PRIOR FILING DATE: EARLIER FILING DATE: 1994-04-13 
NUMBER OF SEQ ID NOS : 2 08 
SOFTWARE: Fa st SEQ for Windows Version 4.0 
SEQ ID NO 5 
LENGTH: 11 
TYPE: PRT 

ORGANISM: Arabidopsis thaliana 
US-09-867-852-5 



Query Match 100.0%; Score 29; DB 9; Length 11; 

Best Local Similarity 100.0%; Pred. No. 10; 

Matches 5; Conservative 0; Mismatches 0; Indels 



Qy 



0 ; Gaps 



0; 



1 HKNQT 5 



Db 



5 HKNQT 9 



Search completed: September 20, 2005, 18:35:19 
Job time : 171 sees 



Copyright 



GenCore 
(c) 1993 



version 
- 2005 



5.1.6 

Compugen Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score 
Sequence: 



September 20, 2005, 18:14:50 ; Search time 22 Seconds 

(without alignments) 
16.966 Million cell updates/sec 

US-09-992-124C-34 
29 

1 HKNQT 5 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 513545 seqs, 74649064 residues 

Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : 



513545 



Issued_Patents_AA: * 

1 : /cgn2_6/ptodata/l/iaa/5A_COMB .pep 

2 : / cgn2_6 /p t oda ta/l/iaa/5 B_COMB . p ep 

3 : /cgn2_6/ptodata/l/iaa/6A_COMB .pep 

4 : /cgn2_6/ptodata/l/iaa/6B_COMB.pep 

5: /cgn2_6/ptodata/l/iaa/PCTUS_COMB.pep:* 

6 : / cgn2_6/ptodata/l/iaa/backf ilesl . pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 
Match 


Length 


DB 


ID 


Description 


1 


29 


100.0 


11 


2 


US-08-310-912A-5 


Sequence 5, Appli 


2 


29 


100. 0 


11 


3 


US-08-841-089-5 


Sequence 5, Appli 


3 


29 


100. 0 


11 


3 


US-09-301-085-5 


Sequence 5, Appli 


4 


29 


100. 0 


11 


5 


PCT-US95-04570-5 


Sequence 5, Appli 


5 


29 


100. 0 


11 


5 


PCT-US95-04589-5 


Sequence 5, Appli 


6 


29 


100.0 


82 


4 


US-09-328-352-6645 


Sequence 6645, Ap 


7 


29 


100. 0 


96 


6 


5284931-4 


Patent No. 5284931 


8 


29 


100. 0 


96 


6 


5284931-4 


Patent No. 5284931 


9 


29 


100. 0 


100 


1 


US-08-473-981A-7 


Sequence 7, Appli 


10 


29 


100. 0 


100 


2 


US-08-474-087-7 


Sequence 7 # Appli 


11 


29 


100. 0 


436 


3 


US-09-150-213-4 


Sequence 4, Appli 



12 


29 


100. 


0 


453 


6 


5284931-3 




Patent No. 


5284931 


13 


29 


100. 


0 


453 


6 


5284931-3 




Patent No. 


5284931 


14 


29 


100. 


0 


480 


2 


US-08-425 


-989B-11 


Sequence 


11, Appl 

* Er Er 


15 


29 


100. 


0 


505 


3 


US-08-318 


-039A-1 


Sequence 


1, Appli 

/ Er Er 


16 


29 


100. 


0 


505 


3 


US-08-318 


-038D-15 


Sequence 


15, Appl 

/ "Er Er 


17 


29 


100 . 


0 


505 


3 


US-08-227 


-496C-19 


Sequence 


19, Appl 

— 1 Er Er 


18 


29 


100. 


0 


505 


3 


US-08-435 


-568A-1 


Sequence 


1, Appli 

/ Er Er 


19 


29 


100 . 


0 


505 


3 


US-09-240 


-915-3 


Sequence 


3, Appli 

f Er Er 


20 


29 


100 . 


0 


505 


3 


US-09-240 


-915-6 


Sequence 


6 , Appl i 

/ Er Er 


21 


29 


100 . 


0 


505 


3 


US-09-591 


-435-3 


Sequence 


3, Appli 


22 


29 


100. 


0 


505 


3 


, US-09-591 


-435-6 


Sequence 


6, Appli 


23 


29 


100. 


0 


507 


1 


US-08-464 


-083-14 


Sequence 


14, Appl 

f Er Er 


24 


29 


100. 


0 


507 


2 


US-08-469 


-587A-14 


Sequence 


14, Appl 

1 * Er Er 


25 


29 


100. 


0 


531 


2 


US-08-789 


-078-3 


Sequence 


3 , Appli 


26 


29 


100. 


0 


531 


2 


US-08-752 


-633-3 


Sequence 


3 , App 1 i 


27 


29 


100 . 


0 


531 


5 


PCT-US95- 


04886-3 


Sequence 


3 , App 1 i 


28 


29 


100 . 


0 


532 


1 


US-07-618. 


-286-1 


Seouence 


1 , App 1 i 


29 


29 


100 . 


0 


532 


1 


US-08-196 


-003-3 


Seouence 


3 Apd 1 i 


30 


29 


100 . 


0 


532 


2 


US-08-483 


-389-118 


Seauence 


118 App 


31 


29 


100. 


0 


532 


2 


US-08-689 


-870-12 


Sequence 


12, Appl 


32 


29 


100. 


0 


532 


3 


US-08-933 


-824-3 


Sequence 


3 , Appl i 

— »■ , Er Er 


33 


29 


100. 


0 


532 


3 


US-09-264 


-466-3 


Sequence 


3 , Appl i 

f Er Er 


34 


29 


100. 


0 


532 


3 


US-09-009 


-490A-87 


Sequence 


87, Appl 

/ Er Er 


35 


29 


100. 


0 


532 


6 


5284931-2 




Patent No . 


5284931 


36 


29 


100. 


0 


532 


6 


5284931-2 




Patent No . 


5284931 


37 ' 


29 


100. 


0 


680. 


3 


US-08-227 


-496C-15 


Sequence 


15, Appl 

1 * trEr 


38 


29 


100. 


0 


1075 


1 


US-07-623 


-033-2 


Sequence 


2 , Appl i 


39 


29 


100. 


0 


1375 


3 


US-08-665 


-259-26 


Sequence 


26, Appl 

/ — "Er Er 


40 


29 


ioo: 


0 


1375 


3 


US-08-762 


-500-26 


Sequence 


26, Appl 


41 


29 


100. 


0 


2261 


4 


US-09-526 


-193A-1 


Sequence 


1, Appli 


42 


29 


100. 


0 


2261 


4 


US-09-032 


-438C-118 


Sequence 


118, App 


43 


29 


100. 


0 


2261 


4 


US-09-596 


-141C-2 


Sequence 


2, Appli 


44 


29 


100. 


0 


2261 


4 


US-09-596 


-141C-8 


Sequence 


8, Appli 


45 


29 


100. 


0 


2261 


4 


US-09-596 


-141C-10 


Sequence 


10, Appl 



ALIGNMENTS 



RESULT 1 

US-08-310-912A-5 

Sequence 5, Application US/08310912A 
Patent No. 5981730 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Ausubel, Frederick M. 
Staskawicz, Brian J. 
Brent , Andrew F . 
Dahlbeck, Douglas 
Katagiri, Fumiaki 
Kunkel , Barbara N . 
Mindrinos, Michael N. 
Yu, Guo- Liang 

TITLE OF INVENTION: RPS2 GENE FAMILY, PRIMERS, PROBES, AND DETECTION 
TITLE OF INVENTION: METHODS 
NUMBER OF SEQUENCES: 2 08 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Fish & Richardson P.C. 



STREET: 225 Franklin Street 

CITY: Boston 

STATE : MA 

COUNTRY: USA 

ZIP: 02110-2904 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30B 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08 /3 1 0 , 912A 

FILING DATE: September 22, 1994 

CLASSIFICATION: 536 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 08/227,360 

FILING DATE: April 13, 1994 
ATTORNEY/AGENT INFORMATION: 

NAME: Lech, Karen F. 

REGISTRATION NUMBER: 35,238 

REFERENCE/DOCKET NUMBER: 00786/254 001 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (617) 542-5070 

TELEFAX: (617) 542-8906 

TELEX: 100254 
; INFORMATION FOR SEQ ID NO: 5: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 11 amino acids 

TYPE: amino acid 

STRANDEDNESS : not relevant 

TOPOLOGY: linear 
MOLECULE TYPE: protein 
US-08-310-912A-5 

Query Match 100.0%; Score 29; DB 2; Length 11; 

Best Local Similarity 100.0%; Pred. No. 5; 

Matches 5; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 HKNQT 5 

Db 5 HKNQT 9 



Search completed: September 20, 2005, 18:22:26 
Job time : 23 sees 



